Organization Applicant 

Street : 263 Farmington Avenue 

stat y e : : F c T rmingt ° n Does Not Comply 

country : usa Corrected Diskette Neeaea 

PostalCode : 06030-6207 

PhoneNumber : - - 

FaxNumber : - - 

EmailAddress : 

<110> OrganizationName : University of Connecticut Health Center 
Application Project 

<140> CurrentAppNumber : Unknown 

<141> CurrentFilingDate : 2001-03-30 C? 



Earlier Applications ^ C // ^ ^ & ^ 5 C ^ 

<150> PriorAppNumber : US 60/193,273 0 0 ^ /? ' f 

<151> PriorFilingDate : 2000-03-30 , -fof^ I 

<213> OrganismName : Unknown L(>Pf ^ , J 

<400> PreSequenceString : njl& 0 „ J- &° / 

cagtctgctc gaactgca ^ ( P r ^ Co ■( p n 4u/ ^ 

<212> Type : DNA / J f U 18 r 4^ 

<211> Length : 18 U Q (l cA 0 » 

SequenceName : SEQ ID NO : 1 / JfC?^ 

SequenceDescription : „ ^^n/o i nU 

Feature 

Sequence: SEQ ID NO : 1 : 

<221> FeatureKey : primer_bind 

<222> LocationFrom ; 1 

<222> LocationTo : 18 

c£?oil nf °™ ti0n Primer 5 ' flanking 

Custom Codon 

Sequence Name : SEQ ID NO:l 
Sequence 

<213> OrganismName : Unknown 
<400> PreSequenceString : 
tggcctcttc tatggcta 

<212> Type : DNA 18 
<211> Length ; 18 

SequenceName ; SEQ ID NO: 2 

SequenceDescription : 



Feature 

Sequence: SEQ ID NO: 2: 
<221> FeatureKey : primerjbind 
<222> LocationFrom : 1 
<222> LocationTo : 18 

Other information : HGF primer 

CDSJoin : No 

Custom Codon 



Sequence Name : SEQ ID NO: 2 
Sequence 



<213> OrganismName : Unknown 

<400> PreSequenceString • 

WNGIPTQTN IGWMVSL 

<212> Type : prt 

<211> Length : 17 

SequenceName : SEQ ID NO: 3 
SequenceDescription : 

Feature 



Sequence: SEQ id NO : 3 : 
<221> FeatureKey : PEPTIDE 
<222> LocationFrom : 1 
<222> LocationTo : 17 

Other Information : ppbsf cof actor 
CDSJoin : No 



Sequence 



<213> OrganismName : Unknown 

<400> PreSequenceString * 

WNGIPTQTT VGWMVSL 

<212> Type : prt 

<211> Length : 17 

SequenceName : SEQ ID NO: 4 
SequenceDescription : 

Feature 



Sequence: SEQ ID NO: 4: 
<221> FeatureKey : PEPTIDE 
<222> LocationFrom : 1 
<222> LocationTo : 17 

CD^Tn.-n^T^ 1011 : MOUSe HGF "Beta chain 

L-jJtuJoin : No 
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APPENDIX 3 
SPECIMEN SEQUENCE LISTING 



<U0> smith, John; Smithgcne Inc. 

<120> Example of a Sequence Listing 

<130> 01-00001 

<140> PCT/EP98/00001 

<l<l> 1998-12-31 

<150> US 08/999 999 

<1S1> 1997-10-15 

<160> < 

<170> Patcntln version 2.0 

<210> i 

<211> 389 

< 2 1 2 > DNA 

<213> Paramecium sp. 

<220> 

<221> CDS 

<222> (279) . . . (389) 

<300> 

<301> DoCt Richard 

ProJease^rom ^--ctcr i ,a t ion of a Gene Encoding a 

<303> Uou^rof r Genes amCC1Um SP ' 

<3 04 > i 

<305> 4 

<306> i_7 

<307> 1988-06-31 

<308> 1234S6 

<3 °9> 1988-06-31 

<400> i 

4, " 5U9tC aCLC " 9t9t «»«ccccc cacccccc- a t ca 0 . C ccc 

a« 0 a 9 a 9 c 0 tcctgaccct cccctgcctc cgcagcctca cagg ^ ggc ^^ 

tBatBtM " dCC9CC99Ca «««. 9 cc a ggCCtaggg cgggctccgc 

c g c ggcgcgg cggcccctcc cgcgcccctc ccgcgcccct ^^^^^ cc ^^ 



60 
120 
180 
240 
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Appendix 3, page 2 



«««..« . ww „, „„„„„„„ cwtw ki 

»« Ml Scr Met |£ »« 

- S5 £ r% S K $ £2 ss KJ - «, J J4< 

20 

tgt ccc aaa gtc err ^ 

- - v., ~ - 2 is; si s ; 3 z; - . 



<210> 2 
<211> 37 



<212> 



PRT 



<213> Paramecium sp. 

<400> 5 



~f - - - - *, „, L „ ,.,„ p „ My ^ ^ 

- «' - uj, „» 01 „ cys „ ro wi Lou pro c/s m> 2 sor 

30 

Lcu G1 " Pro Asn Leu 
35 



<210> j 
<211> n 



<212> 
<213> 



<220> 
<223 > 



<400> 



PRT 

Artificial Sequence 



Met 



1 L ° U GI " "o h« „ is Thr clu Uc 



5 



<210> 4 
<400> 4 
000 



[Annex VIIJ follows) 




<130>* 

<140> . 

<H1> . 
<150> ., 

<160> ... 



<210> 



<211> 



7]t[e of l^riWoV 

file Reference 

Current Application 

Number. 
Current Fiting Date 

Prior Application Num-.- 
. iter,- 

Prior AppGcaUon Rlino 
Date. y 
Number of SEQ ID NOs 
Software 



Comments andjormal* 




Preferably max. of 10 namesj;bVie^nan^^>3 
preferable formal; S umarne,- Other Nam eVanS^ 
or Initials. ... . * 



Personal file reference „.""" 

Specify as: US 07/999.999 or PCT/US96/99999^ 

Specify as: yyyy-<nm-dd 

l ^P^l as: US 07/999.999 or PCTa)s9^999* 

Specify as: yyyywnm-dd 



M. 



SEQ ID NO:i: 
Length 



Homeric Iden- 
tificr 



Definition 



c2l2> 



Type 



- < ? 13> Organism 



<22Q> feature 



<221> Name/Key 



<222> Location 



<223> 



<300> 
<301> 



<302> 
<303> 
<30<t> 
<305> 
<30C> 
<307> 

<300>. 

<309> . 
<310> . 
<31 1> . 
<312> .. 



Other Informaiion 



Title 

Journal . 
Volume 
Issue ... 
Pages . 
Date 



Database Accession 

Number. 
Dalabase Entry Date 



Patent Document Num- 
ber. 

Patent Filing Dale 



Publication Oalc 



<3l3> 
<400> 



Relevant Residues 
Sequence 



Count Includes total number of SEQ ID NOs 
" Lbting' S6hW ^ C US0d i6 cViaYm^oc'rice 

^^ a ? e 30 ,n,C£?er ^senting (he 
K .ofc(>IO NO shown. 

Respond with an integer expressing ihe number 
or bases or amino acid residues. 



M whon^iled plioMo a 
ber. 

M f-avajjaJWcw^j. 

M, if avaflaWe. 
M 



ssignmeni of a pp , 



M, if applicable. 



M. 
O. 

M. 

M. 



(xmvncnts and format 



Manfcitory JM) or optional 



Whcthcr presented sequence molecule Is DNA 
RNA, or PRT (protein). If. a nucleotide se- 
quence contains both DNA and RNA frag- 
ments, the type shall be "DNA." In addition 
the combined DNA/RNA molecule shall be fur- 
ther described In the <220> lo <223> feature 
section. 

Scientific name. I.e. Genus/ species. Unknown or 
Artificial Segucncc. In addition, the "Unknown' 
, or "Artificial Sequence" organisms shall be fur 
thcr described In the <220> lo <223> feature 
section. 

Leave blank after <220>. <221-223> provide for 
a dcscopt.on of points of biological significance 
In the sequence.. 



I M. 



M 



Provtdc appropriate Idenlir.cr for foaturc pref- 
crably from WIPO Standard ST.25 (1990) Ar>- 
pendix 2, Tables 5 and 6. 
Specify location within sequence; where appro- 
priate state number of first and last bases/ 
ammo acids in feature. 
Other relevant information; four lines maximum 



Publicaiic-n Information 
Authors 



or modi- 

...... . , a sequence; if ORGA- 

I , Ar1 ' ^ ' oa, Sequence" or "Unknown" if 

Leave blank after <300> n 0t0CU,C ,S «> m bined DNA/RNA 



under the following conditions if "n " "Xaa " 
or a mod-ficd or unusual L-amino addor modi- 

NISM if-A^r Tc 10 3 W**: » ORGA- 
NISM , Art.fic.a Sequence" or "Unknown*; If 
molecule is oomtonc^i DW/VRNA" 
M. under ihe following conditions- if " n " "Xaa " 
or a modified or unusual L-amino add or modi- 
fied base was used in a sequence 
M, under the following conditions- if " n - "Xaa " 
or a modified or unusual L-amino add'or modi- 
fied base was used in a sequence 
M. under ihe Mowing conditions if " n " "Xaa " 
or a mod.ficd or unusual L-amino add'c 
Hod base was used in 
NISM is 



Preferably max of ten named authors of publica- 
tion; specify one name per line; preferable for- 
mat: Surname, Other Names and/or Initials. 



1 O. 
1 O. 



Journal date on which data published; specify a 

yyyy-mm-dd. MMM-yyyy or Scason-yyyy 
Accession number assigned by database indud 

mg database name. 
Date of entry in database; specify as yyyy-mm- 
dd or MMM-yyyy. 
Document number; for paleni-tvpc citations only 

Specify as, for example, US 07/999 999 
Document filing dale, for patenl-typ^ citations 

only; specify as yyyy-mm-dd. 
Document publication date, for patent-type dta- 
t'ons only; spedfy as yyyy-mm-dd 

FROM (position) TO (position) 

SEQ ID NO should follow the numeric identifier 
and should appear on the line preceding Ihe 
aciual sequence. 



O. 
O. 
O. 

I 0 

O. 

o 




10 



15 



20 



25 



30 



35 



40 



45 




epd via ..h/ili 4 >n3 m 



T 

Form 948 present? *>VO 

Declaration (06-05) 

PCT referred to? t^jfr 
priority dates OK? uo? 
continuing dates OK? \^ 
CIP duty? (06-05-09) ' 

Meets conditions for priority (02-09) ^ 

Sequences in cofnpli ance? r^*- 

Restriction/Election? tf*? 

Priority Docs present? Ai jfr # 

File wrapper labeled OK and initialed?^ 

Title (06-11) 0 l c 

Abstract (06-12 missing) O 

<06-13 informs) O \C 
(06-14,15 content) Op 

Figures (06-22) 0 L 

Brief Description 0 \0 

Amendments? tvaryJL* 

IDS checked y^n 

Seq Srch requested ^ 

Copies of refs requested ^ 

07-29. 06-31? 

07-34 



Hybrid Cytokine ILFBHGF. WorkFile 



Organization Applicant 



Street : 263 Farmington Avenue 
City : Farmington 
State : CT 
Country : USA 
PostalCode : 06030-6207 

PhoneNumber : - - 

FaxNumber : - - 

Email Address : 

<110> OrganizationName : University of Connecticut Health Center 
Application Project 

<120> Title : Hybrid Cytokine of IL-7 and Beta-Chain of Hepatocyte 
Growth Factor J 

<130> AppFileReference : 883933.0023 
<140> CurrentAppNumber : Unknown 
<141> CurrentFilingDate : 2001-03-30 

Earlier Applications 

<150> PriorAppNumber : US 60/193,273 
<151> PriorFilingDate : 2000-03-30 

Sequence 



<213> OrganismName : Unknown 
<400> PreSequenceString : 
cagtctgctc gaactgca 
18 

<212> Type : DNA 

<211> Length : 18 

SequenceName : SEQ ID NO:l 
SequenceDescription : 

Feature 



Sequence: SEQ ID N0:1: 

<221> FeatureKey : primer_bind 

<222> LocationFrom : 1 

<222> LocationTo : 18 

Other Information : HGF Primer 5' flanking region 
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Hybrid Cytokine ILFBHGF . WorkFi 



CDSJoin : No 
Custom Codon 



Sequence Name : SEQ ID N0:1 
Sequence 



<213> OrganismName : Unknown 
<400> PreSequenceString : 
tggcctcttc tatggcta 
18 

<212> Type : DNA 

<211> Length : 18 

SequenceName : SEQ ID NO: 2 
SequenceDescription : 

Feature 



Sequence: SEQ ID NO: 2: 

<221> FeatureKey : primer_bind 

<222> LocationFrom : 1 

<222> LocationTo : 18 

Other Information : HGF primer 

CDSJoin : No 

Custom Codon 



Sequence Name : SEQ ID NO: 2 
Sequence 



<213> OrganismName : Unknown 
<400> PreSequenceString : 
WNGIPTQTN IGWMVSL 
17 

<212> Type : PRT 

<211> Length : 17 

SequenceName : SEQ ID NO: 3 
SequenceDescription : 

Feature 
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Hybrid Cytokine ILFBHGF . WorkFi 



Sequence : SEQ ID NO : 3 : 
<221> FeatureKey : PEPTIDE 
<222> LocationFrom : 1 
<222> LocationTo : 17 

Other Information : PPBSF cof actor 

CDSJOin : No 

Sequence 



<213> OrganistnName : Unknown 
<400> PreSequenceString : 
WNGIPTQTT VGWMVSL 
17 

<212> Type : PRT 

<211> Length : 17 

SequenceName : SEQ ID NO: 4 
SequenceDescription : 

Feature 



Sequence: SEQ ID N0:4: 
<221> FeatureKey : PEPTIDE 
<222> LocationFrom : 1 
<222> LocationTo : 17 

Other Information : Mouse HGF-Beta chain 

CDSJoin : No 
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